Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.012 Å; R factor = 0.072; wR factor = 0.166; data-to-parameter ratio = 13.7.
In the title mononuclear complex, [Cd(C 14 H 10 NO 3 ) 2 -(CH 3 OH) 4 ], the Cd 2+ cation is situated on an inversion centre. It exhibits a distorted octahedral coordination, defined by two carboxylate O atoms from two monodentate anions and by four O atoms from four methanol molecules. The crystal structure comprises intramolecular O-HÁ Á ÁO and O-HÁ Á ÁN, and intermolecular O-HÁ Á ÁO hydrogen bonds. The latter help to construct a layered structure extending parallel to (100). 
Related literature

Experimental
Crystal data [Cd(C 14 Hydrogen-bond geometry (Å , ). et al., 1993) . Schiff bases and their metal complexes have numerous applications in biological systems and material sciences (Banerjee et al., 2004; Zhong et al., 2009) . The Cd 2+ ion is a good model atom to construct complexes owing to its property to form bonds with different types of donors simultaneously, and to its various coordination modes (Meng et al., 2004; Wang et al., 2010) . In this work, we describe the synthesis and structure of the title complex, [Cd(C 14 H 10 NO 3 ) 2 (CH 3 OH) 4 ], (I).
In complex (I), the Cd 2+ ion is situated on an inversion centre and is six-coordinated by two carboxylate O atoms from two monodentate ligands and by four O atoms from four methanol molecules (Fig. 1) . The dihedral angle between the phenyl ring and the benzylidenimino moiety is 23.4 (4) °. Experimental N-(4-carboxyphenyl)salicylideneimine (0.04 mmol, 0.0097 g) in methanol (6 ml) was added dropwise to a methanol solution (5 ml) of CdCl 2 (0.02 mmol, 0.0037 g) in methanol. The resulting solution was allowed to stand at room temperature. After two weeks good quality crystals with pale yellow colour were obtained and were dried in air.
Refinement
H atoms bound to C atoms were generated geometrically and refined as riding atoms with C-H = 0.93Å and U iso (H) = 1.2×U eq (C). H atoms bound to O atoms were found from difference maps and refined with distance restraints between 0.82-0.87 Å and U iso (H) = 1.5×U eq (O).
Figures Fig. 1 . View of the molecular structure of (I), showing the labelling of the non-H atoms and atomic displacement parameters at the 30% probability level. [Symmetry code: A) -x+2, -y+1, -z+3.] 
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